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There are many different groups of compounds which can have undesirable effects if they are 

present in feed. Examples are pesticides, mycotoxins, plant toxins, and veterinary drugs. Until 

recently analysis methods only dealt with compounds within one of these groups but the last 

few years a trend towards methods for different classes of residues and contaminants is 

visible. Most of these wide scope methods use LC coupled to full scan mass spectrometry as 

the separation and detection method. Because of the different properties of the many 

compounds to analyze for, a generic extraction method with little or no clean-up is necessary 

[1]. The resulting complex extracts prove to be a challenge for the Mass Spectrometer to 

accurately detect the compounds of interest at low (10-100 µg/kg) levels. In this poster we 

present the use of a high resolution mass spectrometer (Thermo Scientific Exactive) based on 

Orbitrap technology. The use of high resolution, up to 100000 [FWHM], gives an opportunity 

to separate the mass peak of the analyte from isobaric compounds out of the matrix (or other 

analytes) resulting in a correct mass assignment (within 2 ppm). The very good mass accuracy 

enables the use of very small (± 5 ppm) mass windows which reduces the number of false 

positive findings. In this poster the detection of a representative set of about 150 compounds 

from the different residue groups in feed and feed ingredients at different levels will be 

presented.  

Furthermore the use of fragmentation (in source or in a collision cell) was studied to see if it 

was possible to use these techniques for confirmation of the detected compounds. 

[1] Mol et al , Anal Chem, 80 (24) p. 9450 (2008)  

 


